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6318
TGETTACCTC
ACCAATCCACG

6418
TTTATTCTAC
AAATAACGATCG

6328
GCTCAGCCC
CCGAGTCGGG

6428
CTTTCCTAT
GCATA

>Ncel

6338
CCGGCTTCTG
GGCCGAAGAC

6438
AAGCCATACGE
TTCGGTATCC

6348
TCCTCCATET
AGCGAGGTACA

6448
GETTTCTTTCG
CCAAACAAAC

pS3EIEF DESI

6358 6368
TCCTGEEGCA ATCCCTACAC
AGCGACCCCCT TAGGCGATCTG

6458 6468
TTTCTATGTT TTTTAATTCGA
AAACATACAA AAAATTAACT

>5stl

6378
TTTCAGAATT

6388 6398
TAATTTICCCT ACTGGATGTC

AAACTCTTS

—— 647
CAAGTTATGC
GTTCAATACG

LCB614 ACCTACACG
6498

ATCCATACAG TACACAATCT
TAGCTATGTC ATGTCGTTACGA

6518
CAGATCGACTC
CTOTACTCGAC

|

| 6528
CCATGGAGGA
GETACCTCCY

6538
GTCACAGTCC
CAGTCGTCAGC

6548
GATATCAGCC
CTATAGTCGG

|

6558
TCGAGCTCCC
AGCTCCGAGGE

Exon 2o

TCTGAGCCAG
AGACTCCETC

6578
CGAGACATTTT
CTCTCTAAAA

6588 6598
CAGGCTTATG CAAACTIGTCA
CTCCCAATAC CTTTCACACT

6618
TTGGCGCCCCT
AACCCCGGGA

6628
TAAGATACAT
ATTCTATCGTA

6638
CCCCCCATAC
GGGCCETATG

6648
CTGTATCCTC
CGACATAGCAG

6118
TAAATCCYCGC
ATTTAGCACG

6728
GGGGCGGEET
CCCCGCCCCA

6738
GGCGGGEEEE
cceeeeeccc

6748
GGGGCGGCACT
ccccceqgrea

6818
CATAAGTCGAG
CTATTCACTC

6918
AGAGCAGAAA
TCTCGTCTTTY

6828
ATTCTGTCTT
TAAGACAGAA

6928
GGCGACTTCGG
CCCTGAACCC

GTTTTTTAC

6938
CTTTGECTCTTY
GAAACCACAA

6848
AAGCAAATCA
TTCCTTTACT

6948
GEGCTGETACG
CCECGACCATC

6658
CCCTTCCCTG
GGCGAACGCGAC

6758
GCAGGETCTC
CGTCCCAGAG

6858
GCAACTAACT
CCTTGATTCA

6958
GCTCGAGAACA
CCACTCTTCGT

6668
AGAGAAACAA
TCTCTTTGTT

6768
AGAAGTTTCA
TCTTCAAACT

6868
CTCTCCTCTY
CGAGACCAGAA

6968
CAGTCCTCGAG
GTCAGCGACTC

6678
AAACAGTACGT
TTTGTCATCA

6778
GCTCATCATT
CCACTAGTAA

6688 6698
CTTCAAACAT CGCTATCETCT
CAAGTTILTA CCATACCACA

6488
CCACCTTCTT
GCTGCAAGAA

6588
CTTCTCTCTA
GAACACGACAT

6688
CTGCATCTTT
CACCTAGAAA

6768
TGCETETCTG
ACCCACACGAC

CACTACAT

7¢ p53 WTKO-RV2

CTCATCGTATC CGTTCAACCTC

CGGTLGCACC

6878
CTTTTCCAGA
CAAAAGETOT

6386 X0N Byqg

CTTCCTCCAG AAGATATCCTY
CAAGCACGETC TTCTATAGCA

6988
GCYAAGCGCCC
(QCATTCCGGG

6978
GETTCTTCTTY
CCAAGAAGAA

< T
TGTCCC% LCB651
ACAGGE T

7888
CTCACTCGCA
GAGTCGACCGT
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: 190 bp
Primer&PCROM &4
Primer
LBC614 PCR
(EMIYIEHRIERR) 94°C 2 min
p53 WTKO-RvZ2; 94°C 20 se
5-ACACCCAACACCATACCATGT-Z 60°C 20 8909 x34
Neo-Rev; cycles

5-CTTCCTCGTGCTTTACGGTATC-3 72°C 40 sec
72°C 2 min



Template DNA DNA 1

2-5 mm tail + 600ul 50mM NaOH X10 buffer 2.5

l dNTP 0.4

100°C, 1h primer LCB 0.2

) Neo-Rev 0.2 xt-&m

+ 50ul 1M Tris-HCI(pH8.0) TH #[0 WTKO-Rv2 0.2 >E50%
LhEEA

! Taq 0.2

B <{vortex > template DNA DDW 15.8/ 25l

p53+*- Pups from p53*- x WT

WT; 250 bp
KO: 190 bp
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